RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: lO^TO^HlQ 

Source: TCr[\0 

Date Processed by STIC: l^lblov 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto>gov/web/ofBces/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http;//vrvvw.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. ILS. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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RAW SEQUENCE LISTING DATE: 12/16/2002 ^Zyy^sc c ^ 3 

PATENT API-LI CATION: US/10/070 , 241A TIME: 13:37:15 

Input Set : A:\PTO.VSK.txt 

Output Sot: N:\CRF4\12162002\J070241A.raw 



W--> 

w--> 
c~> 
c— > 



w--> 
w--> 



3 
4 

5 
6 
6 

6 
7 
8 
9 

1 0 



12 

W— > 13 



13 



U3 0> APPLICANT : Takeda Chemical Industries, Ltd. 

<120> TITLE OF INVENTION: Novel G Protein Coupled Receptor Protein and Its Use 

<130> FILE REFERENCE: 2633WO0P 

<140> CURRENT APPLICATION NUMBER: US/10/070 , 241A 

<141> CURRENT FILING DATE: 2002-10-11 

■:lb0> PRIOR APPLICATION NUMBER: ,1 F 11-241530 

•:151> PRIoR F ; LI NG DATE: 1999-08-27 

<160> NUMBER OF SEQ ID: 7 

<210> SEQ ID NO: 1 

■::"']]> LE'.NGTH : 4 31 

3 12 : • TYPE: ?RT 

] 3> ORGANISM: H a ma n 

<400> SEQUENCE: 1 



CP 1 , Ala L-'u Asn i Thi 



Ar-j 



A? o 



1 0 



Asp Hi = Asn L-u Thr Arc 
Pre Lej VaJ 



i a 



V..;l Leu Thr G3y 'I 
50 

'. Va; Phe 



r Thr P t o 01 u L» a P 
4 0 

lie Pre A 



h>- I i (:■ Ala Leu Tyr Ai q Leu Ar-g 

3 3 3 

r c G y A r q Ala 1 1 y s Leu A .1 3 Leu 



Leu 



•u 7H Vol Thr Ara 



Leu Ala Leu Phe Gly hsn Ala 
60 

Lys Ala Met Arc Thr Va 1 Thr 

7 3 8 : 

Leu A.-.a Leu 3er Asp Leu Leu Tie Thr Phe 

9 0 9 .j 

Cys lie Pro 7a. I. Thr Met Leu Gin Asn lie Ser Asp Asn Trp Leu 

1 05 



4 A an He Phe 



:e i//, 

L7 



i0 



G.. y Gl y Al a 

113 



ue 



1 1. 0 

Gys Lys Met VaJ Pro Phe Val Gin Ser Thr Ala 



::o 



1 2 3 



V.j.1 Val Thr Gl u Lie Lou Thr Met Thr Gys He Ala Val Glu hrq His 



13 D 



] 33 



1 4 0 



G . r. Gly Leu 7H Hue; Pro Phe Lys Met Lys Tip Gin Tyr Thr Asn Ar<j 



1 3 0 



1 J 



160 



3- 
4:' 



Are Ala Phe Thr Met Leu Gly 7al Val Trp Leu Val Ala Val lie Val 

lea ' 170 175 

1 i LI n Gin Leu Glu 1 L e 
1 8 5 

o Gys Gys I 
3 00 



u 



Pro M«rt Trp His 
G-.,0 

Glu Lvs Glu iris 



G i u 



3 93 
lis Gin 
! J 0 



..e T 



ys Tyr 7*sp Phe 
3 90 

I u Tr p Th r Ser i ro 

2 0 3 

Thr Thr Phe lie Leu Val. Lie Lou Phe Leu 
215 2 2 0 



Leu Pro Leu Met Va 1. Met Leu lie Leu Tyr Ser Lys Ho Gl.y Tyr Glu 



2H 



2 33 



24 0 
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RAW SEQUENCE LISTING 

PATENT A PI-' LI CATION : U S / 1 0 / 0 7 0 , 2 4 1 A 



DATE: ] '//lb /2002 
TIME : 13: 37 : l.j 



Input Set. 



A: \PTO.VSK. txt 



Ojtpiat 3> -t : N:\CRF4\12162002\J070241A.raw 



•1 4 

•1 2 


Leu 


Trp 


1 1 e 


],YS 


Lys 
2 -1 L 






Gly 


Asp 


CM y 
2 3 0 


S o i 


Va 1 




Arq 


Thr 

') r, l 


I le 


j 0 


nib 


Ltj. y 


Lys 


G . j. 


Mo I 


S i .' r. 


2 > s 


I 1 >r 


A 1 a 


Ar q 


L/s 


Lys 


i j y s 


A I q 


A i d 


V.j L 


17 








2 *) 7- 










2()3 










2 7 3 








He 


Met 


Met. 


V.; 1 


rhr 


V a ] 


V.! ■ 


A. i 5 


Li.; Li 


she 


a ; a 


V.j _, 


Cys 


Trp 


A 1 a 


Pro 


•3 c < 






2 7 5 










2 = i 










'-' S s 








70 


Phe 


His 


Val 


' f - 1 

V . 1 i 


:i 1 : 


Met 


M-t 


I L e 


G .1 u 


Tyr 


Sor 


Asn 


Pno 


Glu 


Lys 


'3 1 j 


■71 




. ' ? 0 










2'e 










30 0 










' > .< 


Tyr 


Asp 


Asp 


V.i 1 


Thr 


I 1 e 


LV:. 


Mo r. 


T 1 e 


Phe 


A La 


J 1 e 


V . .1 


Gil n 


• le 


1 .1 e 


>;-. 


3 35 










313 










31 3 










32 0 




(.; 1 y 


: t. 0 


. • • r 


A . ? n 


3- r 


1 .; ' ' 


C y •:■ 


As -1 


P r o 




V 5 1 


Tyr 


A j rj 


Phe 


Met: 


Asn 












- ) <: 










3 3 










3 3 5 




6 


G I u 




Phe 


Lys 




As:; 


V i ! 


Go j 


Go r 


A3 a 


Va 1 


Cys 


Tyr 


-ys 


lie 


Va 1 










3-1 3 










34 b 










3 5 0 








Asr. 


1 v. 


7hr 


Ptie 


Go r 


Pro 


A : 


G i n 


Ar q 


H:i s 


GLy 


Asn 


Sor 


Gly 


: 1 e 


Thr 


" > 






3 32 




















3 63 








0 


Mot 


Mot 


Arq 


1,7:: 




Ala 


Ly 


2 no 


Go r 


1 ,eu 


Ara 


G L u 


Asn 


Pro 


Val 


>3 1 j 


K'i . 
























3 3 0 












• 1 u 




Lys 


1 ' • V 


.i . 


A! « 






o s r 


1 ; ■ y 




1 i e 


G I o 


J 0 .1 


Lys 


[..?■.; 














3 3 3 










3 -r • 










4 33 








G 1 n 


Tm r 


j . j 


G 1 s 


! • ,* " 


- j y - 


: y 


i - i 


T . , - 


A r q 


}] i s 




A 1 a 


Loti 


1 ;, i 




















4 ] J 










4 1 3 










3 -J T" 








Si 




f ■ t r 






A:;p 


3 









. s i 



3Eo ID MO: 
LENGTH : 1 2 3 3 



7 1 

W--> 72 
C--> 73 



9 
0 

q l 

32 



.. i 2 ■ TYPE : LNA 
c2 1 3 • ORGANISM: Hainan 
<400> SEQUENCE: 2 

atgcaggcgc ttaacattac cccggagcag ttctctcggc 

ao go sggag s ays ::r: :qc tot r.a:: gg 

"^cgg racgog ';oog:': oy: or* sgtg ::c 

tttgecaat g ctotggtgtt ctacgtggtg acccqtag- 

aacarct. t t a Or; r;o ;:ol*: ggcgctc agt qacotqst' 

gtcaecatgc t ceagasoat ttcs:a-:sac t. ggct ggg> 

g too :atttg t. : = gt -::t ac oqot.gtt.gtg a tagaaat- 

gtggs.aaggc aroagggact tgtqoat.o:t tttaaaat' 

aggg^tttra raa:gotagg tgtggtctgg ctggt.ggc, 

tggcaogt.gr aao aa r *: tga gate, 

tget* .agaag aqt ogaooaq ooctgtq 

3t.ee- otter trot go :t tt tatggtgatg ct tat 

otttqqataa agaaaagagt tggggatggt ttagtgottc: 

atgt oeaaaa t ag to. aqqa.a qaa>gaaarga gttgtoatta 

etctttgetg tgtgctggge aocattrtat. gttqtrrata 

ttt g,;aaaqq aat at gatga tqtoacaatr a a gatqattt 

.gqatttt coa art tea: -.ttq t.aatcooatt qtrt.a tgcat 

aaaaatqttt tqtotjtaqt. tt.gtLaT_.tge ataqtaaata 

aqooat.qqaa attcagga.at t. acaa t ga : q eqqaaqaaag 

aateoaqtqq aqqaaac'taa caqqagaagra tt caqt ga tq 



r a oa aqa t 



■jo 



3G 

ga 
aq 



gt 



tgctgcggga 

t 'tgt e t ae a :: 
teat e?; tog :: 
agqreat. g t g 
tea cot tot t 
gt get 1 1 ca t 
toact at gat: 
agt gqoaat a 
t cat eg t ag g 
at qa aaaqq a 
aeae ears 1 1 
aoaqt. aaaa t 
qaa et. at tea 
tqa t ggtga t 
t gat gat t g a 
ttqotcOt egt 
1. 1 at gaatg a 
aaaeet t; et :: 
e a a a q 1 1. 1 1. z 
qc.fi a eat tqa 



ccacaacctg 

ce eaqaget 
crtgg-grt 
ca c egt. oac 
e t g e a 1. 1 c e 
tt geaagat 
et goa t t qe 
ca oca a c eg 
at ea ctteat 
a c a ( " a t e t q 
eat cot t q t 
t. g q 1. 1 .a t; g a 
t q q a a a a q a 
agt ggt ggct 
a ~ a e a g t a a t 
goaaat t at t 
a a a et t eaaa 

c:et " . qaqaq 
aq tea a a 1 1 q 



60 

1 3 0 

2 7 r- 



:^0 3 

' ^ 6 0 

1 ! J 2 0 
1 38 0 
1 1 4 0 
12 00 
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RAW SEQUENCE LISTING 

PATENT APPLI CAT "ION : US/10/070 , 241A 



DATE: 12/1 6/2002 
T 1 ME : 1 < : 2/ : 1 2 



Input Set : A:\PTO.VSK.txt 

(.Jut pu: Set. : N:\CRF4\12162002\J070241A.raw 



92 ( (.itqaacriqa caqaqqaqaa (jaaaaaqct c oiaa^qav 

^ • <^t cjqct na oa attclccttt aqacaqt qqu ;\u 

9: «. 2] 0> SEQ I D NO: 2 

2*: - :1 1> LENGTH: 57 

9" -212:- TYPE : DMA 

9!-- <2] 2: ORGAN 1 2 M : Ai t.i facial Sequence 

W--> 99 <220> FEATURE: 



tt uct c I. ct. t t. aqq: c:t gc 



C--> 118 caatgetagg tgtggtctgg ct 22 

2L0 ID NO: 6 
liEMGl H : 2.: 
Ill '22 :■ lYE'E: DNA 

OFGAKIS::: Art if ieial Se 
W--> 123 <220> FEATURE: 

OTHER INFORMATION: 
W--> 125 <400> SEQUENCE: 6 
C--> 



W — > 

w — > 
c— > 



123 

1. i 
125 
126 

1 L.7 
1. 

1. i 

1/0 

131 

1.-2 
133 
134 



1293 



ex? , ^ 







1 MO 


:22.-:- OTHER IN FORMAT J < 


:>n^ 


2 


w- 


-> 


101 


<400> SEQUENCE: 


3 






c- 


-> 


102 


tgtcagcatg caggegctta 


acattacccc ggagcag 


37 






3 "3 


-..:;<•• 2t;o ID 1 10 


: -\ 










}"4 


■:.! 1 1 : LENGTH: : 


7 










3 i i ; : , 


: TYPE: DNA 












1 i . n 


■:2l.-t ORGANISM: 


Artificial S e q u e n c e 




w- 


-> 


107 


<220> FEATURE: 




C. ^ 








!«■:: 


■22-2 H OTHER 1NF< 


2F.MATJ' 




w- 


-> 


109 


<400> SEQUENCE: 


4 






c- 


-> 


110 


gactagttta atgcccactg 


tctaaaggag aattctc 


37 






i : i 


-.2 .." : 2Po 1 D No 














2PNGTH : '., 












1 • -: 


22.: FY EE: PNA 














:. . ORGAN] SM: 


Ar ti 1 


i c.i a 1 2* r o jt r ; -e 




w- 


-> 


115 


<220> FEATURE: 












) : o 


''2 ::EF 1 Nr'i 


F.MAT I < 


N : <^ 




w- 


-> 


117 


<400> SEQUENCE: 


5 







gatctcaagt tgttgcacgt gc 22 

2FO ID NO: 7 
LENGTH: 2 6 
iiPE: DMA 

ORGANISM: Art! filial Sequence 
<220> FEATURE: 
:22j.^ OTHER INFORMATION: 
<400> SEQUENCE: 7 

tggcagtcat egtaggatea cccatg 2 6 
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VERIFICATION SUMMARY DATE: ] 2 / 1 b / 2 00i 

PAT KMT APPLICATION: US/10/070 , 241A TJMK: 1 u : w : 1 6 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF4\12162002\J070241A.raw 



I. 








Missing Flank Line sop< 


ir at. o r , 


12 


0 


■» [ 


ie.Id 


i dent i 1 ier 




\ J 




r r 


3 W 




Li using Blank Line separator, < 


1 3 


o 




ieid 


iderit i \ ior 




I i 


6 M 




0 C 




Current Application Nui 


riber difi 


er 


s 


, R 


opiae 


ed Current Appl. 


c a t 


L 


( ; M 




I c 




Current 2 i. ling Date differs, Repi 


a 


red 


Cu ru 


ent Fill ng Dat e 






H M 


2 8 


3 W 


Mi using Blank Line separator, ■• 


1 6 


a 


1 


i eid 


ideet i. 1 i er 






( 1 M 




3 W 


Missing Blank Line separator, < 






> f 


i eJ d 


i (Lint L 1 i er 






13 M:2 


5 s \ 


J : 


Massing BJarik Line separator, 


<4 






f iela 


i dent i f i e r 




L 


7/ M:2 


3 3 W : 


M... using Blank Line sej 


sa rat or , 


<4 




(';;• 


1 ieid 


i denti tier 




I , 


7 3 M : i 


1/ ( 




: 4 i> ) Siring data conv» 


jrted to 


lo 




( u 


( ;i o ^ ^ 






M 


1 1 2 


Repeat 


. eci :u SeqNo-~2 


















9 9 M : 2 


33 W: 


M . . u :5 i n g B 1 a n k L i. n e 3 e j 


) a r a t, o r , 


< ?. 




( \ > 


1 ieid 


i dent i f i e r 




ij 


lo: 


M: 


2r 3 


W 


11 i. ;5 i n g B lank Line s • 


iparator, 


< 


i 


0 0> 


f i e 1 


d identifier 




L 


i o : 


M: 




W 


[•landat ory Feature mi. 


■:si ng, <2 


23 


> 


Fd 


ank f 


or SEQfl : 3, Line# 


IOC 


L 


1 02 


M: 


i 1 .? 


c 


■; 1 : ) St r.i ng dat a core 


.'erted to 


L 




we i 


c a s e 








107 


M: 




w 


!se suing hlank Line s» 


"'pa ru t: or , 


<r 




2 De- 


fiei. 


d identifier 




i , 


] OS 


M: 


2 b '-s 


w 


M \ ssi ng hi an k Li ne su 


■pa rat ■ i , 




3 00> 


f i e i d : dent i 1 ier 




r s 


1 OS 


M: 




w 


[]u u < i a t o r y Ke ■■< 1 u r e ni i . 


•■sing, </ 






Li 


ti n k t 


or SF.Qtl : -1 , Li nefi 


138 


L 


1 .1 0 


r.i ; 


: 1 .■: 


c 


( 1 •: ) St r i ng -:1a t a cur 


:( i t - d t o 


] 


• us r 


c a s • 










H: 


2 8 - 


w 


Massing hlank Line u» 


'pa r a t ■ - r , 






; : 0 


t i e i 


-i i - ient i f i e r 






1 I ' 7 


\ 1 : 


2?- '•• 


w 


M . ssi nu hi an k Li ne u> 


'pa rat.- r , 




1 0 0 : 


f i oJ 


d i dent i t i er 








! 1 : 


) i- 




I-1.ir.dat ory Fo -.j tore mi : 


:sing, 






V- » 


onk : 


or 3 FQtf : L, Li neit 


i .i 0 




i i 8 


r 1 ; 

T 1 . 


i i 

" t- -. 


c 
w 


• -1 ': ) St r.. ng da t. a corr 
Massing Blank Line s» 


■ert od to 
'par' a t ■ i , 






woi 


ca se 
fiei 


o i dent i f ier 










> <t~ 


w 


f L s si ng hi an k Line s< 


'par.it o r , 




1 




f ieJ 


d .i dent: i f i er 




1 


-1 - •. r; 
j. i. 


!■): 




w 


Mandatory Feature mi. 


■lino, <2 


2 3 




Li 


a n k i 


or 3FQ# : 6, Li ne# 


124 




126 


!•! : 


1 ' 

- j 




■13) String data corr 


-erted to 


1 


ewf ■ r 








p 


i ■« - 


I ! : 


28 : 


w 


IT; using Blank Line s< 


•parat or, 


< 




2: 0 > 


fie.! 


d identifier 










Z ." 


w 


M. using Hlc;n\ Line s< 


■par-3 tor , 




4 


or .> 


fie! 


d identifier 












w 


Mandatory Feature mi. 


sing, < 2 






r- * 


»■ > * 


cr SKO* - 1 , Lme# 


i 32 




1 3 4 


M: 


11, 


c 


(46) String data con* 


•erted to 






uc.-r 


■:- a s e 








filc://C:\CRF4\Outhold\VsrJ070241A.htm 



12/16/02 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: \£_[p T O, 2*41/) 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH ** ALPHA** HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



1 



_Wrappcd Nucleics The numberAext at the end of each line "wrapped" down to the next line. This may occur if your file 
Wrapped Aminos was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent "wrapping'* 

Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



Misaligned Amino 
Numbering 

Non- ASCII 



5 Variable Length 



Patentln 2.0 
"bug- 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5 amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 

Sequencers) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 



Sequencers) 



missing If intentional, please insert the following lines for each slapped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where T is shoWn) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences 

Sequence(s) missing. If Intentional, please insert the following lines for each skipped sequence. 

<2 1 0> sequence id number 
<400> sequence id number 
000 



10 



Use of n's or Xaa's 
(NEW RULES) 



Invalid <213> 
Response 



Use of<220> 



12 



_PatcntIn 2.0 - 
"bug" 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rilles, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequence^) _J_ 



missing the <220> "Feature" and associated numeric identifiers and responses. 
Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> sectioa 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



13 Misuse of n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch - 08/2 1/2001 



